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Chemical FOl’mula: Cl 10H202N40032PS+
Exact Mass: 2658.49
Molecular Weight: 2660.07

Applied Biosystems 4700 Proteomics Analyzer 211
4700 Reflector Spec #1 MC=>NF0.9[BP = 918.8, 166]
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5-25% B/ l0min Zml/min Waters Symmetry Cl3 3.5um 50x4. 6mm

DAD1 A, Sig=220.8 Ref=360,100 (KEMNZ7_1_05.0)
_ 1 PMP1, SolventB
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Area Percent Report
Sorted By : Signal
Maltiplier : 1.0000
Dilution : l.0000
Sigrnal 1: DADL A, 5ig=220,8 Ref=360,100
Peak RetTime Tvpe Width Area Height ALrea
# [min] [min [mdiT* =1 [mAlT] %

cmm]mmmes PR B | -=mmmmmmem B | -=mmmme- |
1 f.359 BB 0.0%26  240.09706 37.27520 100.0000

Totals : 240, 09706 3T.27520



