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       1  GACGCGCCCT GTAGCGGCGC ATTAAGCGCG GCGGGTGTGG TGGTTACGCG 

      51  CAGCGTGACC GCTACACTTG CCAGCGCCCT AGCGCCCGCT CCTTTCGCTT 

     101  TCTTCCCTTC CTTTCTCGCC ACGTTCGCCG GCTTTCCCCG TCAAGCTCTA 

     151  AATCGGGGGC TCCCTTTAGG GTTCCGATTT AGTGCTTTAC GGCACCTCGA 

     201  CCCCAAAAAA CTTGATTAGG GTGATGGTTC ACGTAGTGGG CCATCGCCCT 

     251  GATAGACGGT TTTTCGCCCT TTGACGTTGG AGTCCACGTT CTTTAATAGT 

     301  GGACTCTTGT TCCAAACTGG AACAACACTC AACCCTATCT CGGTCTATTC 

     351  TTTTGATTTA TAAGGGATTT TGCCGATTTC GGCCTATTGG TTAAAAAATG 

     401  AGCTGATTTA ACAAAAATTT AACGCGAATT TTAACAAAAT ATTAACGTTT 

     451  ACAATTTCAG GTGGCACTTT TCGGGGAAAT GTGCGCGGAA CCCCTATTTG 

     501  TTTATTTTTC TAAATACATT CAAATATGTA TCCGCTCATG AGACAATAAC 

     551  CCTGATAAAT GCTTCAATAA TATTGAAAAA GGAAGAGTAT GAGTATTCAA 

     601  CATTTCCGTG TCGCCCTTAT TCCCTTTTTT GCGGCATTTT GCCTTCCTGT 

     651  TTTTGCTCAC CCAGAAACGC TGGTGAAAGT AAAAGATGCT GAAGATCAGT 

     701  TGGGTGCACG AGTGGGTTAC ATCGAACTGG ATCTCAACAG CGGTAAGATC 

     751  CTTGAGAGTT TTCGCCCCGA AGAACGTTTT CCAATGATGA GCACTTTTAA 

     801  AGTTCTGCTA TGTGGCGCGG TATTATCCCG TATTGACGCC GGGCAAGAGC 

     851  AACTCGGTCG CCGCATACAC TATTCTCAGA ATGACTTGGT TGAGTACTCA 

     901  CCAGTCACAG AAAAGCATCT TACGGATGGC ATGACAGTAA GAGAATTATG 

     951  CAGTGCTGCC ATAACCATGA GTGATAACAC TGCGGCCAAC TTACTTCTGA 

    1001  CAACGATCGG AGGACCGAAG GAGCTAACCG CTTTTTTGCA CAACATGGGG 

    1051  GATCATGTAA CTCGCCTTGA TCGTTGGGAA CCGGAGCTGA ATGAAGCCAT 

    1101  ACCAAACGAC GAGCGTGACA CCACGATGCC TGTAGCAATG GCAACAACGT 

    1151  TGCGCAAACT ATTAACTGGC GAACTACTTA CTCTAGCTTC CCGGCAACAA 

    1201  TTAATAGACT GGATGGAGGC GGATAAAGTT GCAGGACCAC TTCTGCGCTC 

    1251  GGCCCTTCCG GCTGGCTGGT TTATTGCTGA TAAATCTGGA GCCGGTGAGC 

    1301  GTGGGTCTCG CGGTATCATT GCAGCACTGG GGCCAGATGG TAAGCCCTCC 

    1351  CGTATCGTAG TTATCTACAC GACGGGGAGT CAGGCAACTA TGGATGAACG 

    1401  AAATAGACAG ATCGCTGAGA TAGGTGCCTC ACTGATTAAG CATTGGTAAC 

    1451  TGTCAGACCA AGTTTACTCA TATATACTTT AGATTGATTT AAAACTTCAT 

    1501  TTTTAATTTA AAAGGATCTA GGTGAAGATC CTTTTTGATA ATCTCATGAC 

    1551  CAAAATCCCT TAACGTGAGT TTTCGTTCCA CTGAGCGTCA GACCCCGTAG 

    1601  AAAAGATCAA AGGATCTTCT TGAGATCCTT TTTTTCTGCG CGTAATCTGC 

    1651  TGCTTGCAAA CAAAAAAACC ACCGCTACCA GCGGTGGTTT GTTTGCCGGA 

    1701  TCAAGAGCTA CCAACTCTTT TTCCGAAGGT AACTGGCTTC AGCAGAGCGC 

    1751  AGATACCAAA TACTGTCCTT CTAGTGTAGC CGTAGTTAGG CCACCACTTC 

    1801  AAGAACTCTG TAGCACCGCC TACATACCTC GCTCTGCTAA TCCTGTTACC 

    1851  AGTGGCTGCT GCCAGTGGCG ATAAGTCGTG TCTTACCGGG TTGGACTCAA 

    1901  GACGATAGTT ACCGGATAAG GCGCAGCGGT CGGGCTGAAC GGGGGGTTCG 

    1951  TGCACACAGC CCAGCTTGGA GCGAACGACC TACACCGAAC TGAGATACCT 

    2001  ACAGCGTGAG CATTGAGAAA GCGCCACGCT TCCCGAAGGG AGAAAGGCGG 

    2051  ACAGGTATCC GGTAAGCGGC AGGGTCGGAA CAGGAGAGCG CACGAGGGAG 

    2101  CTTCCAGGGG GAAACGCCTG GTATCTTTAT AGTCCTGTCG GGTTTCGCCA 

    2151  CCTCTGACTT GAGCGTCGAT TTTTGTGATG CTCGTCAGGG GGGCGGAGCC 

    2201  TATGGAAAAA CGCCAGCAAC GCGGCCTTTT TACGGTTCCT GGCCTTTTGC 

    2251  TGGCCTTTTG CTCACATGTT CTTTCCTGCG TTATCCCCTG ATTCTGTGGA 

    2301  TAACCGTATT ACCGCCTTTG AGTGAGCTGA TACCGCTCGC CGCAGCCGAA 

    2351  CGACCGAGCG CAGCGAGTCA GTGAGCGAGG AAGCGGAAGA GCGCCTGATG 

    2401  CGGTATTTTC TCCTTACGCA TCTGTGCGGT ATTTCACACC GCAGACCAGC 

    2451  CGCGTAACCT GGCAAAATCG GTTACGGTTG AGTAATAAAT GGATGCCCTG 

    2501  CGTAAGCGGG TGTGGGCGGA CAATAAAGTC TTAAACTGAA CAAAATAGAT 

    2551  CTAAACTATG ACAATAAAGT CTTAAACTAG ACAGAATAGT TGTAAACTGA 

    2601  AATCAGTCCA GTTATGCTGT GAAAAAGCAT ACTGGACTTT TGTTATGGCT 

    2651  AAAGCAAACT CTTCATTTTC TGAAGTGCAA ATTGCCCGTC GTATTAAAGA 

    2701  GGGGCGTGGC CAAGGGCATG GTAAAGACTA TATTCGCGGC GTTGTGACAA 

    2751  TTTACCGAAC AACTCCGCGG CCGGGAAGCC GATCTCGGCT TGAACGAATT 

    2801  GTTAGGTGGC GGTACTTGGG TCGATATCAA AGTGCATCAC TTCTTCCCGT 

    2851  ATGCCCAACT TTGTATAGAG AGCCACTGCG GGATCGTCAC CGTAATCTGC 

    2901  TTGCACGTAG ATCACATAAG CACCAAGCGC GTTGGCCTCA TGCTTGAGGA 

    2951  GATTGATGAG CGCGGTGGCA ATGCCCTGCC TCCGGTGCTC GCCGGAGACT 

    3001  GCGAGATCAT AGATATAGAT CTCACTACGC GGCTGCTCAA ACCTGGGCAG 

    3051  AACGTAAGCC GCGAGAGCGC CAACAACCGC TTCTTGGTCG AAGGCAGCAA 

    3101  GCGCGATGAA TGTCTTACTA CGGAGCAAGT TCCCGAGGTA ATCGGAGTCC 

    3151  GGCTGATGTT GGGAGTAGGT GGCTACGTCT CCGAACTCAC GACCGAAAAG 

    3201  ATCAAGAGCA GCCCGCATGG ATTTGACTTG GTCAGGGCCG AGCCTACATG 

    3251  TGCGAATGAT GCCCATACTT GAGCCACCTA ACTTTGTTTT AGGGCGACTG 

    3301  CCCTGCTGCG TAACATCGTT GCTGCTGCGT AACATCGTTG CTGCTCCATA 

    3351  ACATCAAACA TCGACCCACG GCGTAACGCG CTTGCTGCTT GGATGCCCGA 

    3401  GGCATAGACT GTACAAAAAA ACAGTCATAA CAAGCCATGA AAACCGCCAC 

    3451  TGCGCCGTTA CCACCGCTGC GTTCGGTCAA GGTTCTGGAC CAGTTGCGTG 

    3501  AGCGCATACG CTACTTGCAT TACAGTTTAC GAACCGAACA GGCTTATGTC 

    3551  AACTGGGTTC GTGCCTTCAT CCGTTTCCAC GGTGTGCGTC ACCCGGCAAC 

    3601  CTTGGGCAGC AGCGAAGTCG AGGCATTTCT GTCCTGGCTG GCGAACGAGC 

    3651  GCAAGGTTTC GGTCTCCACG CATCGTCAGG CATTGGCGGC CTTGCTGTTC 

    3701  TTCTACGGCA AGGTGCTGTG CACGGATCTG CCCTGGCTTC AGGAGATCGG 

    3751  AAGACCTCGG CCGTCGCGGC GCTTGCCGGT GGTGCTGACC CCGGATGAAG 

    3801  TGGTTCGCAT CCTCGGTTTT CTGGAAGGCG AGCATCGTTT GTTCGCCCAG 

    3851  GACTCTAGCT ATAGTTCTAG TGGTTGGCTA CGTATACTCC GGAATATTAA 

    3901  TAGATCATGG AGATAATTAA AATGATAACC ATCTCGCAAA TAAATAAGTA 

    3951  TTTTACTGTT TTCGTAACAG TTTTGTAATA AAAAAACCTA TAAATATTCC 

    4001  GGATTATTCA TACCGTCCCA CCATCGGGCG CGGATCGCCG CCATGTCCCC 

    4051  TATACTAGGT TATTGGAAAA TTAAGGGCCT TGTGCAACCC ACTCGACTTC 

    4101  TTTTGGAATA TCTTGAAGAA AAATATGAAG AGCATTTGTA TGAGCGCGAT 

    4151  GAAGGTGATA AATGGCGAAA CAAAAAGTTT GAATTGGGTT TGGAGTTTCC 

    4201  CAATCTTCCT TATTATATTG ATGGTGATGT TAAATTAACA CAGTCTATGG 

    4251  CCATCATACG TTATATAGCT GACAAGCACA ACATGTTGGG TGGTTGTCCA 

    4301  AAAGAGCGTG CAGAGATTTC AATGCTTGAA GGAGCGGTTT TGGATATTAG 

    4351  ATACGGTGTT TCGAGAATTG CATATAGTAA AGACTTTGAA ACTCTCAAAG 

    4401  TTGATTTTCT TAGCAAGCTA CCTGAAATGC TGAAAATGTT CGAAGATCGT 

    4451  TTATGTCATA AAACATATTT AAATGGTGAT CATGTAACCC ATCCTGACTT 

    4501  CATGTTGTAT GACGCTCTTG ATGTTGTTTT ATACATGGAC CCAATGTGCC 

    4551  TGGATGCGTT CCCAAAATTA GTTTGTTTTA AAAAACGTAT TGAAGCTATC 

    4601  CCACAAATTG ATAAGTACTT GAAATCCAGC AAGTATATAG CATGGCCTTT 

    4651  GCAGGGCTGG CAAGCCACGT TTGGTGGTGG CGACCATCCT CCAAAATCGG 

    4701  ATCTGGTTCC GCGTGGATCC GAGAACCTCT ACTTCCAATC ACAAGAGTGA 

    4751  GTAGTAAGGA tccTCGAGGC ATGCGGTACC AAGCTTGTCG AGAAGTACTA 

    4801  GAGGATCATA ATCAGCCATA CCACATTTGT AGAGGTTTTA CTTGCTTTAA 

    4851  AAAACCTCCC ACACCTCCCC CTGAACCTGA AACATAAAAT GAATGCAATT 

    4901  GTTGTTGTTA ACTTGTTTAT TGCAGCTTAT AATGGTTACA AATAAAGCAA 

    4951  TAGCATCACA AATTTCACAA ATAAAGCATT TTTTTCACTG CATTCTAGTT 

    5001  GTGGTTTGTC CAAACTCATC AATGTATCTT ATCATGTCTG GATCTGATCA 

    5051  CTGCTTGAGC CTAGGAGATC CGAACCAGAT AAGTGAAATC TAGTTCCAAA 

    5101  CTATTTTGTC ATTTTTAATT TTCGTATTAG CTTACGACGC TACACCCAGT 

    5151  TCCCATCTAT TTTGTCACTC TTCCCTAAAT AATCCTTAAA AACTCCATTT 

    5201  CCACCCCTCC CAGTTCCCAA CTATTTTGTC CGCCCACAGC GGGGCATTTT 

    5251  TCTTCCTGTT ATGTTTTTAA TCAAACATCC TGCCAACTCC ATGTGACAAA 

    5301  CCGTCATCTT CGGCTACTTT TTCTCTGTCA CAGAATGAAA ATTTTTCTGT 

    5351  CATCTCTTCG TTATTAATGT TTGTAATTGA CTGAATATCA ACGCTTATTT 

    5401  GCAGCCTGAA TGGCGAATGG 

